Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.005 Å; disorder in main residue; R factor = 0.036; wR factor = 0.104; data-to-parameter ratio = 17.6.
Related literature
Triphenyltin carboxylates are coordinately saturated, and do not generally afford adducts; for some unusual examples of adducts with oxygen-donor ligands, see: Ng & Kumar Das (1997) . For reviews of the structural chemistry of organotin carboxylates, see: Tiekink (1991 Tiekink ( , 1994 .
Experimental
Crystal data [Sn(C 6 H 5 ) 3 (C 16 H 10 NO 3 )(C 2 H 6 O)] M r = 660.31 Monoclinic, C2=c a = 38.9542 (5) Å b = 9.7259 (2) Å c = 17.8594 (3) Å = 116.632 (1) V = 6048.4 (2) Å 3 Z = 8 Mo K radiation = 0.89 mm À1 T = 100 K 0.30 Â 0.20 Â 0.10 mm
Data collection
Bruker SMART APEX diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.777, T max = 0.917 23944 measured reflections 6937 independent reflections 5517 reflections with I > 2(I) R int = 0.038 Refinement R[F 2 > 2(F 2 )] = 0.036 wR(F 2 ) = 0.104 S = 1.26 6937 reflections 395 parameters 19 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 1.21 e Å À3 Á min = À1.30 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; y; Àz þ 3 2 ; (ii) x; Ày þ 1; z À 1 2 .
Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: X-SEED (Barbour, 2001); software used to prepare material for publication: publlCIF (Westrip, 2009). Fig. 1 
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